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Assessing the genetic diversity in the population is the prerequisite
to start and develop plant breeding projects. The genus Hedera L.
occupies forest understories and riparian vegetation in temperate
latitudes throughout Europe, North Africa and Asia. Therefore, we
collected and analyzed 35 Hedera genotypes, from five provinces
of Iran. Our objectives were 1) to assess genetic diversity among
some Iranian Hedera cultivars, 2) to examine the correlation
between the genetic and geographical distance of species, and 3) to
study the genetic structure of populations and taxa. Significant
differences in quantitative morphological characters in plant
species were found. Hedera colchica demonstrated unbiased
expected heterozygosity (UHe) in the range of 0.19. High Shannon
index (0.39) was observed in Hedera helix cultivars while Hedera
colchica cultivars showed the lowest value, 0.23. Gene flow (Nm)
was relatively low (0.29) in Hedera cultivars. The Mantel test
showed significant correlation (»=0.86, p=0.0001) between genetic
and geographical distances. According to the findings, a high
genetic diversity exists, which clearly shows that some Iranian
Hedera cultivars can adapt to changing environments since high
genetic diversity is linked to species adaptability. Current results
highlight the utility of RAPD markers and morphometry methods
to investigate genetic diversity among Hedera cultivars.
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